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[ Abstract ]

tuberculosis, and about 5%—10% of the infected individuals with latent tuberculosis

One fourth of the global population has been infected with Mycobacterium

infection (LTBI) will convert to active tuberculosis (ATB). Correct diagnosis and treatment
of LTBI are important in ending the tuberculosis epidemic. Current methods for
diagnosing LTBI, such as tuberculin skin test (TST) and interferon-y release assay
(IGRA), have limitations. Some novel biomarkers, such as transcriptome derived host
genes in peripheral blood cells, will help to distinguish LTBI from ATB. More emphasis
should be placed on surveillance in high-risk groups, including patients with HIV
infection, those using biological agents, organ transplant recipients and those in close
contact with ATB patients. For those with LTBI, treatment should be based on the risk of
progression to ATB and the potential benefit. Prophylactic LTBI regimens include
isoniazid monotherapy for 6 or 9 months, rifampicin monotherapy for 4 months, weekly
rifapentine plus isoniazid for 3 months (3HP regimen) and daily rifampicin plus isoniazid
for 3 months (3HR regimen). The success of the one month rifapentine plus isoniazid daily
regimen (1HP regimen) suggests the feasibility of an ultra-short treatment strategy
although its efficacy needs further assessment. Prophylactic treatment of LTBI in close
contact with MDR-TB patients is another challenge, and the regimens include new anti-
tuberculosis drugs such as bedaquiline, delamanid, fluoroquinolone and their combina-
tions, which should be carefully evaluated. This article summarizes the current status of

diagnosis and treatment of LTBI and its future development direction.

[ Key words | Mycobacterium tuberculosis; Latent tuberculosis infection; Diagnosis;

Treatment; Risk monitoring; Review
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[ G5B8IE | 44 W & Bk X34 (tuberculin skin test, TST) ;yF 44 & B 40X B (interfer-
on-y release assay,IGRA ) ; A2k %% £t % 5% 2 (human immunodeficiency virus, HIV ) ; i
J& 3L B F (tumor necrosis factor, TNF) ; #3582 4 2848 (World Health Organization,
WHO) ; &t % 24 2& 4% (multidrug resistant tuberculosis, MDR-TB)
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